The Papillomavirus E5 Gene Does Not Affect EGFR Transcription and Overall Survival in Cervical Cancer.
The HPV (Human Papillomavirus) E5 gene encodes a small and highly hydrophobic oncoprotein that affects immune evasion, cell proliferation, loss of apoptotic capacity and angiogenesis in tumors. E5 shows affinity for biological membranes and was associated with an increase of EFG/EGFR (Epidermal Growth Factor/ Epidermal Growth Factor Receptor) signaling through accumulation of EGFR in cellular membranes. Due to the frequent integration of the HPV genome into the host cell genome, E5 is frequently not transcribed in cervical tumors. In this work we looked forward to verifying whether the potential expression of E5 protein in HPV16+ (Human Papillomavirus 16 positive) and HPV18+ (Human Papillomavirus 18 positive) cervical tumors was associated with levels of EGFR and VEGFA (Vascular Endothelial Growth Factor-A) transcription and with patients overall survival. Association between the presence of E5 transcripts and viral genome disruption was observed for HPV16+ and HPV18+ tumors. Association was not observed between tumors potentially capable of translating E5 and EGFR or VEGFA transcriptional levels. Similarly, the capability of translating E5 and overall survival in patients with HPV16+ squamous cell carcinoma tumors stage ≥ IB2 were not associated. The likely presence of E5 transcripts was neither associated to a higher activity of the EGFR-VEGFA pathway nor to the overall survival of patients with HPV16+ squamous cell carcinoma in stages ≥ IB2. This article is protected by copyright. All rights reserved.